median log2(domestic/wild foldchange)

median log2(domestic/wild foldchange)

0.5

0.0

-0.5

-1.0

0.5

0.0

-0.5

-1.0

o

1
o
(<]
DGR 000 00
o
o
(<]

2

o
o

1

2
®RCC ©
o

% o
o
°
o
°

1
co- 0
o

o p=0.448

T T T T T T T
-0.002 0.000 0.002 0.004 0.006 0.008 0.010

wild minus domestic difference in sequence distance from genome

Rabbit

o

. [+]

&

0

[+

8

(o]

o
8
0 °
o oo

4 [ (-]

8 o °

g o

o o° °
o

-1 ©

° o p =0.009

T T T T T T T T

-0.008 -0.006 -0.004 -0.002 0.000 0.002 0.004 0.006

wild minus domestic difference in sequence distance from genome

median log2(domestic/wild foldchange)

median log2(domestic/wild foldchange)

05

0.0

-0.5

-1.0

0.5

0.0

-0.5

-1.0

Pig

[
1]
I
o 8
. N og o
[
o ﬁ ° [} °
4]
° o
] (-]
u o ° oo °§°
® o o
o o9 o
° 8 °
- 1)
° [
o p=022
T T T T T T
-0.006 -0.004 -0.002 0.000 0.002 0.004
wild minus domestic difference in sequence distance from genome
Guinea pig
o
8
_ [}
0 ©
8
o
(i}
[}
[
[
o o o
? &o
- o
?
6,® o,
o 9 o
[}
o
- [}
0° p=0.011
T T T T T
—-0.005 0.000 0.005 0.010 0.015

wild minus domestic difference in sequence distance from genome



